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SEQUENCE LISTING 

<110> SCHERER, STEPHEN W. 

MINASSIAN, BERGE A. 
ROULEAU, GUY 

DALGADO - ESCUETA , ANTONIO 
<12 0> LAFORA'S DISEASE GENE 



<130> 086671/0113 

<140> 09/744,072 

<141> 1999-07-20 

<150> 60/093,495 

<151> 1998-07-20 

<150> 60/130,269 

<151> 1999-04-21 



<160> 32 



<170> Patentin Ver. 2.1 



<210> 1 

<211> 3128 

<212> DNA 

<213> Homo sapiens 



<400> 1 

atgcgcttcc 

ctggtggtgg 

aggccggccg 

ctcggggagg 

gtggacacgt 

ggcaatggac 

gtgtattgtc 

cacacaacag 

ctaccaaata 

aagcatgaat 

aattcctcag 

tatagggaag 

cgagtacaga 

atcgtgtacg 

ctccagtatg 

ccggctgtct 

tttgggaagg 

cctgatttcc 

acctgaactg 

tcgattatgc 

aacacatgag 

cagttcctgc 

gatggatccg 

atatggagtt 

9gaggaaata 

gtgatggctt 

gcatcacctt 

atttgttggt 



gctttggggt 
ggtcgcggcc 
gcaccgcggc 
tggagctggc 
tctggtacaa 
ctcatcatga 
tcccaatagg 
acttctattt 
tctggctggg 
tggggattac 
gctgtaaccg 
aaggcttggc 
tgctgcccca 
tgcactgcaa 
tgatgggctg 
acattgacga 
ttcgttcttc 
ctaaggagcc 
aaaggactgt 
tttggtttgg 
aagaagcacg 
tgcctgcagg 
tgacagcact 
atgtggattt 
aggttagaag 
tcaggacttg 
ccttctctac 
ggtttttcct 



ggtggtgcca 
cgagctgggg 
gggcgacggg 
ggccgaggag 
gttcctgaag 
ccgttgctgt 
acactggatt 
taatattgca 
tagctgccct 
9-gctgtaatg 
ctacccagag 
ctacatctgg 
ggcggtgtgc 
cgctggggtg 
gaatctgagg 
agaggccttg 
tgtgtgtagc 
tgggatgatg 
gtgacctccc 
ggctgtattt 
aagcagttag 
cagacgaggc 
ttcctgttgc 
catcactagt 
cctgaaccgt 
ttttttatcc 
ccaacaaccc 
caaaattacc 



cccgccgtgg 
cgttgggagc 
gccctggcgc 
gcggcgcagg 
cgggagccgg 
acttacaatg 
gaggccactg 
ggccaccaag 
cgtcaggtgg 
aatttccaga 
cccatgactc 
atgccaacac 
ctgctgcatg 
ggccgctcca 
aaggtgcagt 
gcccgggcac 
ctgtagctgg 
ttggtcaaat 
caagccaacc 
ttgaaatact 
gctgtacatc 
ctttgcttta 
actgaaactc 
atgtgtgccg 
tacaaaagaa 
tgcctcacag 
tgtgtaacaa 
aaacaaagca 



ccggcgcccg 
cgcgcggtgc 
tgcaggagcc 
acggggcgga 
gaggagagct 
aaaacaactt 
ggcacaccaa 
ccatgcatta 
aacatgttac 
ctgaatggga 
cagacactat 
cagatatgag 
cgctgctgga 
ccgcggctgt 
atttcctcat 
aagaagattt 
tcagcctgct 
gacctagaaa 
actttcacct 
ctacaagaaa 
agacagaagg 
cagcactgta 
ttggccatgt 
tgagctggtc 
gagctcacta 
ttgttaaagt 
ctaaagtaga 
aaaaataccG 



gccggagctg 
cgtccgcctg 
gggcctgtgg 
gccgggccgc 
ctcctgggaa 
ggtggatggt 
tgaaatgaag 
ttcaagaatt 
catcaaactg 
tattgtacag 
gattaaacta 
caccgaaggc 
gaagggacac 
ctgcggctgg 
ggccaagagg 
tttccagaaa 
tctgccccct 
caaggattct 
gggatgactt 
gctgtggctc 
gtaatgcgtg 
tgtgttgcac 
^gaggaaaag 
agttgccaaa 
tggtcaaaaa 
ctgttccaag 
attatctctc 
ttgtttttta 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 



tagttgagat gtcaaggaag ttaaattgag gcttaatgag cataggtagc ttgtccaagg 1740 

tctcatgacc agtcaagggc aagctggagt taataatcta tatttatttg actcagcact 1800 

gttttcatca caacttgttt tcccagcatc atgtagtgca tttagttttg tctttctcag 1860 

ggtatagtca atatgcctgc aggagtttct atagcgagac atagaatagt attctgatca 192 0 

gttgccaaag aatctaggaa attagttgta ttttgtgcaa gctaatttaa aaacatgatg 1980 

ggctgtttta agaccagagt ggaaattcat gagaggaact atactaccaa aagagcccaa 2 04 0 

atgaccaaat ccatggataa ttgcttcaca gccttggcca tcctggctca gctctcaatt 2100 

tagtataata tgcagttcct gtgcctccag actatgcagc tcatcaccct aggttctaca 2160 

ggaaatacag agatgaacaa ctttgccttc aaaaaatgtg ctgcctagaa aacagacctg 2220 

catttcaacc caactgtaat gcaggatttg gaccatgaat gatatgctag aatagaagaa 22 80 

agagaagtgt ttttttaatt gagagcctct atgtgcaagg tgatatataa tcatatccag 2340 

tttaatcttc acaatatcca atgaagaagg tctcattatc tccatgataa agatggggaa 2400 

actaaggtca gaagggttaa ctcaactgtc tattgtcaca tgatgaataa atagatgaag 2460 

tgagatacaa agctgggttt gattcaaagc ccttactttc ctaattaaac tatgatgcgt 2520 

atttattttt ctgcaccttc ctttcttcca caaacacata ttgatagatg caagagactc 2580 

ttatttataa ggcgtggggg acaagaagga tacaaggtaa gtttcagtgg agctcagagg 2 64 0 

^cggggagat agaactgtgg cacttagggg agatgacatt tgctttgggc agaggcagct 2 700 

agccaggaca catttccact ataattttac aaagttaaat ttataagcta gcattaagta 2760 

aagtgaagtc cagctccctt gctaaaaata actagaggta ataattggta ttcaggtaac 2 82 0 

tcatttacag tcataatgtg ttgtgaaaat ttaatcttaa aaattaaatt tttaaactat 2 880 

gtgggtctgt gaatttcttt aatgtctaag aaatccagct tcataatttc catgatacaa 2940 

agatcttttt tcaggtggat ttttaccttt gttccttttg ctctgataga caaaatcagt 3 000 

ttaggactat taaagaatgt tttggaataa actgtctttt tcctcaatga atgggatgtc 3 060 

taatgtattt caaaatcacc caaaactttt ggcaaataaa agcatttaaa aagaaaaaaa 3120 

aaaaaaaa 312 8 



<210> 2 
<211> 331 
<212> PRT 

<2 13 > Homo sapiens 
<400> 2 

Met Arg Phe Arg Phe Gly Val Val Val Pro Pro Ala Val Ala Gly Ala 
15 10 15 

Arg Pro Glu Leu Leu Val Val Gly Ser Arg Pro Glu Leu Gly Arg Trp 
20 25 30 

Glu Pro Arg Gly Ala Val Arg Leu Arg Pro Ala Gly Thr Ala Ala Gly 
35 40 45 

Asp Gly Ala Leu Ala Leu Gin Glu Pro Gly Leu Trp Leu Gly Glu Val 
50 55 60 

Glu Leu Ala Ala Glu Glu Ala Ala Gin Asp Gly Ala Glu Pro Gly Arg 

65 ' ^ ' 70 75 80 

Val Asp Thr Phe Trp Tyr Lys Phe Leu Lys Arg Glu Pro Gly Gly Glu 
85 90 95 

Leu Ser Trp Glu Gly Asn Gly Pro His His Asp Arg Cys Cys Thr Tyr 
100 105 110 



Asn Glu Asn Asn Leu Val Asp Gly Val Tyr Cys Leu Pro lie Gly His 
115 120 125 



Trp He Glu Ala Thr Gly His Thr Asn Glu Met Lys His Thr Thr Asp 
130 135 140 

Phe Tyr Phe Asn He Ala Gly His Gin Ala Met His Tyr Ser Arg He 
145 150 155 160 

Leu Pro Asn He Trp Leu Gly Ser Cys Pro Arg Gin Val Glu His Val 
165 170 175 

Thr He Lys Leu Lys His Glu Leu Gly He Thr Ala Val Met Asn Phe 
180 185 190 

Gin Thr Glu Trp Asp He Val Gin Asn Ser Ser Gly Cys Asn Arg Tyr 
195 200 205 

Pro Glu Pro Met Thr Pro Asp Thr Met He Lys Leu Tyr Arg Glu Glu 
210 215 220 

Gly Leu Ala Tyr He Trp Met Pro Thr Pro Asp Met Ser Thr Glu Gly 
225 230 235 240 

Arg Val Gin Met Leu Pro Gin Ala Val Cys Leu Leu His Ala Leu Leu 
245 250 255 

Glu Lys Gly His He Val Tyr Val His Cys Asn Ala Gly Val Gly Arg 
260 265 270 

Ser Thr Ala Ala Val Cys Gly Trp Leu Gin Tyr Val Met Gly Trp Asn 
275 280 285 

Leu Arg Lys Val Gin Tyr Phe Leu Met Ala Lys Arg Pro Ala Val Tyr 
290 295 300 

He Asp Glu Glu Ala Leu Ala Arg Ala Gin Glu Asp Phe Phe Gin Lys 
305 310 315 320 

Phe Gly Lys Val Arg Ser Ser Val Cys Ser Leu 
325 330 



<210> 3 

<211> 2940 

<212> DNA 

<213> Homo sapiens 



<400> 3 

ggtggagctg 

gttctggtac 

acctcatcat 

tctcccaata 

agacttctat 

tatctggctg 

attggggatt 

atgctgtaac 

agaaggcttg 

gatgctgccc 

cgtgcactgc 

tgtgatgggc 



gcggccgagg 
aagttcctga 
gaccgttgct 
ggacactgga 
tttaatattg 
ggtagctgcc 
acagctgtca 
cgctacccag 
gcctacatct 
caggcggtgt 
aacgctgggg 
tggaatctga 



aggcggcgca 
agcgggagcc 
gtacttacaa 
ttgaggccac 
caggccacca 
ctcgacaggt 
tgaatttcca 
agcccatgac 
ggatgccaac 
gcctgctgca 
tgggccgctc 
ggaaggtgca 



ggacggggcg 
gggaggagag 
tgaaaacaac 
tggacacacc 
agccatgcat 
ggaacatgtt 
gactgaatgg 
tccagacact 
accagatatg 
tgcgctgctg 
caccgcggct 
gtatttcctc 



gagccgggcc 
ctctcctggg 
ttggtggatg 
aatgaaatga 
tattcaagaa 
accatcaaac 
gatattgttc 
atgattaaac 
agcaccgcag 
gagaagggac 
gtctgcggct 
atggccaaga 



gcgtggacac 
aaggcaatgg 
gtgtgtattg 
agcacacaac 
ttctaccaaa 
tgaagcatga 
agaattcctc 
tatctaggga 
gccgagtaca 
acatcgtgta 
ggctccagta 
ggccggctgt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 




ctacattgac gaagaggcct tggcccgggc 
ggttcgttct tctgtgtgta gcctgtagct 
ccctaaggag cctgggatga tgttggtcaa 
tgaaaggact gtgtgacctc cccaagccaa 
gctttggttt ggggctgtat ttttgaaata 
agaagaagca cgaagcagtt aggctgtaca 
gctgcctgca ggcagacgag gcctttgctt 
cgtgacagca ctttcctgtt gcactgaaac 
ttatgtggat ttcatcacta gtatgtgtgc 
taaggttaga agcctgaacc gttacaaaag 
tttcaggact tgttttttat cctgcctcac 
ttccttctct acccaacaac cctgtgtaac 
gtggtttttc ctcaaaatta ccaaacaaag 
atgtcaagga agttaaattg aggcttaatg 
ccagtcaagg gcaagctgga gttaataatc 
cacaacttgt tttcccagca tcatgtagtg 
caatatgcct gcaggagttt ctatagcgag 
agaatctagg aaattagttg tattttgtgc 
taagaccaga gtggaaattc atgagaggaa 
atccatggat aattgcttca cagccttggc 
tatgcagttc ctgtgcctcc agactatgca 
agagatgaac aactttgcct tcaaaaaatg 
cccaactgta atgcaggatt tggaccatga 
gtttttttaa ttgagagcct ctatgtgcaa 
tcacaatatc caatgaagaa ggtctcatta 
cagaagggtt aactcaactg tctattgtca 
aaagctgggt ttgattcaaa gcccttactt 
ttctgcacct tcctttcttc cacaaacaca 
aaggcgtggg ggacaagaag gatacaaggt 
atagaactgt ggcacttagg ggagatgaca 
cacatttcca ctataatttt acaaagttaa 
tccagctccc ttgctaaaaa taactagagg 
agtcataatg tgttgtgaaa atttaatctt 
gtgaatttct ttaatgtcta agaaatccag 
tttcaggtgg atttttacct ttgttccttt 
attaaagaat gttttggaat aaactgtctt 
ttcaaaatca cccaaaactt ttggcaaata 




4 

acaagaagat tttttccaga aatttgggaa 78 0 
ggtcagcctg cttctgcccc ctcctgattt 840 
atgacctaga aacaaggatt ctacctgaac 90 0 
ccactttcac ctgggatgac tttcgattat 960 
ctctacaaga aagctgtggc tcaacacatg 102 0 
tcagacagaa gggtaatgcg tgcagttcct 10 8 0 
tacagcactg tatgtgttgc acgatggatc 114 0 
tcttggccat gtagaggaaa agatatggag 12 0 0 
cgtgagctgg tcagttgcca aaggaggaaa 12 6 0 
aagagctcac tatggtcaaa aagtgatggc 13 2 0 
agttgttaaa gtctgttcca aggcatcacc 13 80 
aactaaagta gaattatctc tcatttgttg 144 0 
caaaaaatac ccttgttttt tatagttgag 1500 
agcataggta gcttgtccaa ggtctcatga 1560 
tatatttatt tgactcagca ctgttttcat 1620 
catttagttt tgtctttctc agggtatagt 1680 
acatagaata gtattctgat cagttgccaa 1740 
aagctaattt aaaaacatga tgggctgttt 18 0 0 
ctatactacc aaaagagccc aaatgaccaa 1860 
catcctggct cagctctcaa tttagtataa 1920 
gctcatcacc ctaggttcta caggaaatac 1980 
tgctgcctag aaaacagacc tgcatttcaa 2040 
atgatatgct agaatagaag aaagagaagt 210 0 
ggtgatatat aatcatatcc agtttaatct 2160 
tctccatgat aaagatgggg aaactaaggt 222 0 
catgatgaat aaatagatga agtgagatac 22 8 0 
tcctaattaa actatgatgc gtatttattt 2340 
tattgataga tgcaagagac tcttatttat 2400 
aagtttcagt ggagctcaga ggacggggag 24 6 0 
tttgctttgg gcagaggcag ctagccagga 2 52 0 
atttataagc tagcattaag taaagtgaag 2580 
taataattgg tattcaggta actcatttac 2640 
aaaaattaaa tttttaaact atgtgggtct 2700 
cttcataatt tccatgatac aaagatcttt 2760 
tgctctgata gacaaaatca gtttaggact 2 82 0 
tttcctcaat gaatgggatg tctaatgtat 2 880 
aaagcattta aaaagaaaaa aaaaaaaaaa 2 94 0 



<210> 4 
<211> 268 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Val Glu Leu Ala Ala Glu Glu Ala Ala Gin Asp Gly Ala Glu Pro Gly 
15 10 15 

Arg Val Asp Thr Phe Trp Tyr Lys Phe Leu Lys Arg Glu Pro Gly Gly 
20 25 30 

Glu Leu Ser Trp Glu Gly Asn Gly Pro His His Asp Arg Cys Cys Thr 
35 40 45 



Tyr Asn Glu Asn Asn Leu Val Asp Gly Val Tyr Cys Leu Pro He Gly 
50 55 60 



5 



His Trp lie Glu Ala Thr Gly His Thr Asn Glu Met Lys His Thr Thr 
65 70 75 80 

Asp Phe Tyr Phe Asn lie Ala Gly His Gin Ala Met His Tyr Ser Arg 
85 90 95 

lie Leu Pro Asn lie Trp Leu Gly Ser Cys Pro Arg Gin Val Glu His 
100 105 110 

Val Thr lie Lys Leu Lys His Glu Leu Gly lie Thr Ala Val Met Asn 
115 120 125 

Phe Gin Thr Glu Trp Asp lie Val Gin Asn Ser Ser Cys Cys Asn Arg 
130 135 140 

Tyr Pro Glu Pro Met Thr Pro Asp Thr Met lie Lys Leu Ser Arg Glu 
145 150 155 160 

Glu Gly Leu Ala Tyr lie Trp Met Pro Thr Pro Asp Met Ser Thr Ala 
165 170 175 

Gly Arg Val Gin Met Leu Pro Gin Ala Val Cys Leu Leu His Ala Leu 
180 185 190 

Leu Glu Lys Gly His lie Val Tyr Val His Cys Asn Ala Gly Val Gly 
195 200 205 

Arg Ser Thr Ala Ala Val Cys Gly Trp Leu Gin Tyr Val Met Gly Trp 
210 215 220 

Asn Leu Arg Lys Val Gin Tyr Phe Leu Met Ala Lys Arg Pro Ala Val 
225 230 235 240 

Tyr lie Asp Glu Glu Ala Leu Ala Arg Ala Gin Glu Asp Phe Phe Gin 
245 250 255 

Lys Phe Gly Lys Val Arg Ser Ser Val Cys Ser Leu 
260 265 



<210> 5 

<211> 915 

<212> DNA 

<213> Homo sapiens 



<400> 5 

ccaagaatcg 

ctcgacaggt 

tgaatttcca 

agcccatgac 

ggatgccaac 

gcctgctgca 

tgggccgctc 

ggaaggtgca 

ctagccagga 

taaagtgaag 

actcatttac 

atgtgggtct 



gcacgaggat 
ggaacatgtt 
gactgaatgg 
tccagacact 
accagatatg 
tgcgctgctg 
caccgcggct 
gtatttcctc 
cacatttcca 
tccagctccc 
agtcataatg 
gtgaatttct 



tattcaagaa 
accatcaaac 
gatattgttc 
atgattaaac 
agcaccgcag 
gagaagggac 
gtctgcggct 
atggccaaga 
ctataatttt 
ttgctaaaaa 
tgttgtgaaa 
ttaatgtcta 



ttctaccaaa 
tgaagcatga 
agaattcctc 
tatctaggga 
gccgagtaca 
acatcgtgta 
ggctccagta 
ggccggctgt 
acaaagttaa 
taactagagg 
atttaatctt 
agaaatccag 



tatctggctg 
attggggatt 
atgctgtaac 
agaaggcttg 
gatgctgccc 
cgtgcactgc 
tgtgatgggc 
ctacattgac 
atttataagc 
taataattgg 
aaaaattaaa 
cttcataatt 



ggtagctgcc 
acagctgtca 
cgctacccag 
gcctacatct 
caggcggtgt 
aacgctgggg 
tggaatctga 
gaagaggcag 
tagcattaag 
tattcaggta 
tttttaaact 
tccatgatac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 



aaagatcttt tttcaggtgg atttttacct ttgttccttt tgctctgata gacaaaatca 780 

gtttaggact attaaagaat gttttggaat aaactgtctt tttcctcaat gaatgggatg 840 

tctaatgtat ttcaaaatca cccaaaactt ttggcaaata aaagcattta aaaagaaaaa 900 

aaaaaaaaaa aaaaa 915 



<210> 6 
<211> 167 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Lys Asn Arg His Glu Asp Tyr Ser Arg lie Leu Pro Asn lie Trp Leu 
15 10 15 

Gly Ser Cys Pro Arg Gin Val Glu His Val Thr lie Lys Leu Lys His 
20 25 30 

Glu Leu Gly He Thr Ala Val Met Asn Phe Gin Thr Glu Trp Asp He 
35 40 45 

Val Gin Asn Ser Ser Cys Cys Asn Arg Tyr Pro Glu Pro Met Thr Pro 
50 55 60 

Asp Thr Met He Lys Leu Ser Arg Glu Glu Gly Leu Ala Tyr He Trp 
65 70 75 80 

Met Pro Thr Pro Asp Met Ser Thr Ala Gly Arg Val Gin Met Leu Pro 
85 90 95 

Gin Ala Val Cys Leu Leu His Ala Leu Leu Glu Lys Gly His He Val 
100 105 110 

Tyr Val His Cys Asn Ala Gly Val Gly Arg Ser Thr Ala Ala Val Cys 
115 120 125 

Gly Trp Leu Gin Tyr Val Met Gly Trp Asn Leu Arg Lys Val Gin Tyr 
130 135 140 

Phe Leu Met Ala Lys Arg Pro Ala Val Tyr He Asp Glu Glu Ala Ala 
145 150 155 160 

Ser Gin Asp Thr Phe Pro Leu 
165 



<210> 7 

<211> 20 

<212> DMA 

<213> Homo sapiens 

<400> 7 

gaatgctctt tccactttgc 20 



<210> 8 
<211> 19 
<212> DNA 





7 



<213> Homo sapiens 



<400> 8 

ggctccttag ggaaatcag 



19 



<210> 9 

<211> 22 

<212> DMA 

<213 > Homo sapiens 

<400> 9 

tccattgtgc taatgctatc tc 22 



<210> 10 

<211> 22 

<212> DMA 

<213> Homo sapiens 



<210> 11 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 11 

cggcacgagg attattcaag 2 0 



<210> 12 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<210> 13 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 13 

^gttgttaca cagggttgtt gg 22 



<210> 14 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 10 

tcagcttgct ttgaggatat tt 



22 



<400> 12 

gctcgggtac tgaggtctg 



19 



<400> 14 

aggctgtaca tcagacagaa gg 



22 



<210> 15 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 15 

tccattgtgc taatgctatc tc 



<210> 16 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 16 

tcagcttgct ttgaggatat tt 



<210> 17 
<211> 19 
<212> DNA 
<213> Homo 

<400> 17 
gccgagtaca 



sapiens 
gatgctgcc 



<210> 18 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 18 

cacacagtcc tttcagttca gg 



<210> 19 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 19 

gcccgggtat tcgcgccgcc gccgcccgcc atg 



<210> 20 

<211> 19 

<212> DNA 

<213> Homo 

<400> 20 
atcatgaccg 



sapiens 
ttgctgtac 



<210> 21 
<211> 21 



<212> DNA 

<213> Homo sapiens 

<400> 21 

tcatcatgac tgttgctgta c 21 



<210> 22 
<211> 10 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Consensus 
sequence 



<220> 

<221> MOD_RES 

<222> (3) , . (4) 

<22 3> Any amino acid 

<220> 

<221> MOD_RES 

<222> (6) . . (7) 

<22 3> Any amino acid 



<400> 22 

His Cys Xaa Xaa Gly Xaa Xaa Arg Ser Thr 
15 10 



<210> 23 

<211> 10 

<212> RNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Consensus 
sequence 

<400> 23 

cccgccaugc 10 



<210> 24 
<211> 10 
<212> RMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Consensus 
sequence 



<400> 24 
gccrccaugg 



10 



10 

<210> 25 

<211> 22 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Leu Ala Arg Ala Gin Glu Asp Phe Phe Gin Lys Phe Gly Lys Val Arg 
15 10 15 

Ser Ser Val Cys Ser Leu 
20 



<210> 26 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Ala Ser Gin Asp Thr Phe Pro Leu 
1 5 



<210> 27 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Val His Cys Asn Ala Gly Val Gly Arg Ser Thr 
15 10 



<210> 28 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Val His Cys Ser Asp Gly Trp Asp Arg Thr Ala 
15 10 



<210> 29 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 29 

lie His Cys Lys Ala Gly Lys Gly Arg Thr Gly 
15 10 



<210> 30 

<211> 11 

<212> PRT 

<213> Homo sapiens 



11 

<400> 30 

Val His Cys Ser Ala Gly lie Gly Arg Ser Gly 
15 10 



<210> 31 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 31 

Val His Cys Ser Ala Gly lie Gly Arg Ser Gly 
15 10 



<210> 32 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 32 

Val His Cys Gin Ala Gly lie Ser Arg Ser Ala 
15 10 



